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OBJECTIVE:

To become part of an organization that confederates opportunities for professional growth, performance improvement through training and vocational recognition through challenging research projects.
ACADEMIC DATA
Ph.D MICROBIOLOGY 
Quaid-i-Azam  University, Islamabad, Pakistan.
Thesis Title     “Genetic Diversity of Rotavirus Associated with Gastroenteritis”

             Supervisor: 
Ass. Prof. Dr. Fariha Hasan, Department of Microbiology, QAU
Human Group A rotavirus is a major cause of gastroenteritis in young children throughout the world. The virus is commonly associated with nosocomial infections in pediatric wards and neonatal nurseries worldwide. Outbreaks can result in prolonged hospitalization and treatment of infected children. Rotavirus may be severe even life threatening, under malnourished or immune compromised infants.
The objective of this study is to detect and characterize rotavirus strains circulating among children in Pakistan in order to determine the extent of diversity of the virus in this country for the first time. Genotypic characterization of rotavirus strains is important for defining the extent of diversity in circulating strains prior to and after the introduction of routine vaccination in order to reveal the impact of rotavirus diversity on the success of vaccine programs.

Knowledge, skill and competence acquired during the project include:
· RNA extraction

· RT-PCR of VP7, VP4, VP6 and NSP4 genes of Rotavirus

· Multiplex PCR for Genotyping

· Full genome sequencing of rotaviruses

· PCR product purification

· Sanger Sequencing

· Phylogenetic Analysis

· Epidemiology Analysis

M.Phil  MOLECULAR BIOLOGY (First Division) 2005-2007
Human Molecular Genetics Lab, 
Quaid-i-Azam  University, Islamabad, Pakistan.
MAJOR COURSES: 

· Adv. in Molecular Biology 
· Adv. in Molecular Genetics. 
· Recombinant DNA Technology

· Immunology 
· Virology 
· Biosafety and Risk Management
· Biostatistics and Applications of Biotechnology
Research Project   “Genetic Mapping of the Candidate Genes of Hearing Impairment Genes in Pakistani Population” 
Supervisor: 
Prof. Dr. Wasim Ahmad, Chairman of Biochemistry Department.

The Pakistani families analyzed in this study showed symptoms of autosomal recessive non-syndromic deafness. Linkage in two families was searched by using polymorphic microsatellite markers corresponding to candidate genes involved in related autosomal recessive non-syndromic deafness phenotypes. Several known DFNB loci including DFNB1 locus harboring GJB2 gene were excluded from linkage. One Family showed linkage to DFNB49 locus on chromosome 5q12.3-q14.1. This locus harbors TRIC gene, which encodes tricellulin, responsible for Hereditary Hearing Impairment. TRIC gene sequencing in the family led to the identification of a novel homozygous splice-site mutation (IVS4 +1G > A).  These mutations result in the conformational changes of protein and influence the phenotype of the affected individuals. So these mutational studies will provide insight in the functioning of the ear that could lead to treatments and cure in future. The benefit from this research will be applicable to the congenital deaf and carrier individuals. For recessive cases of deafness it is possible to reduce the incidence of deafness by carrier screening in the families with multiple affected individuals and genetic counseling.
Two families, with six and three affected individuals respectively, DFNB39 locus was fine mapped to 4.26 cM region on chromosome 7q11.22-21.12. 
MASTERS IN MOLECULAR BIOLOGY, (First Division) 2003-2005, Emphasis on Molecular Biology, Quaid-i-Azam University, Islamabad.
MAJOR COURSES:    
· General Genetics

· Molecular Biology 
· Protein Chemistry 
· Nucleic Acid Chemistry 
· Gene Manipulation 
· Research Techniques and Methodology
· Radiobiology

· Plant Tissue Culture 
· Cell Biology
LAB TECHNIQUES:

Isolation of  DNA/RNA, Polymerase Chain Reaction, Gel Electrophoresis, Enzyme Linked Immunosorbant Assay (ELISA), Linkage Analysis, Genotyping, Nucleotide Sequencing, Tests for Antibiotic Resistance in Bacteria, Basic tech for  Bio Molecular separation & Primer Designing.
LAB  EXPERIENCE:

Four years internship at WHO Regional Reference Laboratory for Polio Eradication Initiative, Department of Virology, National Institute of Health Islamabad from June 2008- July 2012. Worked on Polio and Dengue virus ELISA techniques, Rotavirus ELISA Techniques, Rotavirus diagnostic PCR and Rotavirus G and P Genotyping.
Six months research was conducted at Laboratory of Clinical and Epidemiological Virology, Department of Microbiology and Immunology, Rega Institute for Medical Research, Katholieke University of Leuven, Leuven, Belgium. The research project included phylogenetic analysis of VP7, VP4, VP6 and NSP4 genes of rotavirus. Pakistani RVA strains were analyzed by Full genome sequencing to identify the mechanisms of evolution prevalent in rotaviruses. 
Seven months experience in a private lab on diagnostic and genotyping of HCV and HBV viruses.
TEACHING EXPERIENCE:

Have taught in Govt. Postgraduate College, Haripur, in Department of Zoology as Lecturer from Feb 2014 to March 2015. During the tenure the bachelor students were taught biochemistry of macro and micro molecules and their biosynthetic pathways. Protein and nucleic acid chemistry was taught as a separate course. Basic Molecular biology was taught as an introductory course which included bacterial operon expression, transcription, translation and termination processes in relevance with mammalian gene expression.

Worked as a research associate in QAU for a duration of one year from May 2007-May 2008. During which have assisted five junior research fellows in their research projects plus teaching lab biosafety rules and demonstrating various molecular techniques. During the semester, I assisted in teaching courses like molecular biology and virology and taking presentations and assignments from student which were included in their credit hours.

During Bachelors from Viqar-un-Nisa College, Rawalpindi, have given lectures on human anatomy, vertebrate and invertebrate biology to a class of forty students.  

Scholarships obtained:

I won a 3 year fully funded PhD scholarship from Higher Education Commission, Government of Pakistan, under the scheme of ‘Indigenous Ph.D 5000 Scholarships Program’, batch 4 in 2008 

I obtained six months scholarship from Higher Education Commission Government of Pakistan, by International Research Support Initiative Programme (IRSIP) to work in Katholeike University of Leuven, Belgium in 2012.

I got Quaid-i-Azam University merit scholarship award during 2nd, 3rd and 4th semester of my M-Phil program from 2005-2007. 
COMPUTER  SKILLS:
Windows Vista, 8, XP, Microsoft Word, Microsoft office, Soft ware used in the Bio Molecular research, such as Bio-edit, Chromas, Seqman II, MEGA 5, Sequencing Analysis, Sequencher version 4.5, Adobe illustrator version CS 5, Kodak. 

SEMINARS  DELIVERED
· Cell Signalling and Control of Pre mRNA Splicing

· Collagen Proteins

· Role of Gap Junction Proteins in Deafness

· Laboratory Diagnosis of  Polio Virus
· Genetic Diversity of Rotaviruses circulating in Pakistan
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